SEQUENCE LISTING 

<110> GUEGLER, Karl et al . 

<120> ISOLATED HUMAN DRUG -METABOLIZING 

PROTEINS, NUCLEIC ACID MOLECULES ENCODING HUMAN 
DRUG-METABOLIZING PROTEINS, AND USES THEREOF 

<130> CL000970DIV II 

<140> TO BE ASSIGNED 
<141> 2004-03-12 

<150> 60/252,895 
<151> 2000-11-27 

<150> 09/735,935 
<151> 2000-12-14 

<160> 4 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 970 
<212> DNA 
<213> Homo sapiens 

<400> 1 

atgagcttaa agtgtctctg 
cgactgggtg gagcccgcac 
ggcctgctgc acgagttccg 
ctggtccagc agctccccaa 
ctgcttgaaa tgctgaacct 
tttgataatg atgagaatta 
tcctaccctc agcaaatcac 
ccagaaagga tttacaaaat 
accacaagag ctatttctga 
acttattaca agtttgagaa 
tacaaagcag taagaaccag 
ccaattgagc aatttcatgt 
cttcagctcg tggagaagtt 
ttcaatgcta ccagagggtt 
gcgggcagca aggggcgcat 
aaattctttc atccttttaa 
ccctaagggc 

<210> 2 
<211> 321 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ser Leu Lys Cys Leu Cys Leu Ala Cys Arg Leu Gin Pro lie Cys 

1 5 10 15 

Pro lie Glu Gly Arg Leu Gly Gly Ala Arg Thr Gin Ala Glu Phe Pro 



tcttgcttgc aggctacaac ccatttgccc cattgaaggt 60 
tcaggctgaa ttcccacttc gcgccctgca gtttaagcgt 120 
gaagggcaac gcttccaagg agcaggttcg cctccatgac 180 
ggccattatc attggggtga ggaaaggagg cacaagggcc 240 
acatccggca gtagtcaaag cctctcaaga aatccacttt 300 
tggtaagggc attgagtggt ataggaaaaa gatgcctttt 360 
aattgaaaag agcccagcat attttatcac agaggaggtt 420 
gaactcatcc atcaagttgt tgatcattgt cagggagcca 480 
ttatactcag gtgctagagg ggaaggagag gaagaacaaa 540 
gctggccata gaccctaata catgcgaagt gaacacaaaa 600 
catctacacc aaacatctgg aaaggtggtt gaaatacttt 660 
cgtcgatgga gatcgcctca tcacggaacc tctgccagaa 720 
cctaaatctg cctccaagga taagtcaata caatttatac 780 
ttactgcttg cggtttaata ttatctttaa taagtgcctg 840 
tcatccagag gtggacccct ctgtcattac taaattgcgc 900 
tcaaaaattt taccagatca ctgggaggac attgaactgg 960 

970 



1 





20 










25 




30 




Leu Arg Ala 


Leu 


Gin 


Phe 


Lys 


Arg Gly 


Leu 


Leu His Glu Phe Arg 


Lys 


35 










40 






45 




Gly Asn Ala 


Ser 


Lys 


Glu 


Gin 


Val 


Arg 


Leu His Asp Leu Val Gin 


Gin 


50 








55 








60 




Leu Pro Lys 


Ala 


He 


He 


He Gly Val 


Arg Lys Gly Gly Thr Arg 


Ala 


65 






70 










75 


80 


Leu Leu Glu 


Met 


Leu 


Asn 


Leu 


His 


Pro 


Ala 


Val Val Lys Ala Ser 


Gin 






85 










90 


95 




Glu He His 


Phe 


Phe 


Asp 


Asn 


Asp 


Glu 


Asn Tyr Gly Lys Gly He 


Glu 




100 










105 




110 




Trp Tyr Arg 


Lys 


Lys 


Met 


Pro 


Phe 


Ser 


Tyr 


Pro Gin Gin He Thr 


He 


115 










120 






125 




Glu Lys Ser 


Pro 


Ala 


Tyr 


Phe 


He 


Thr 


Glu 


Glu Val Pro Glu Arg 


He 


130 








135 








140 




Tyr Lys Met 


Asn 


Ser 


Ser 


He 


Lys 


Leu 


Leu 


He He Val Arg Glu 


Pro 


145 






150 










155 


160 


Thr Thr Arg Ala 


He 


Ser 


Asp 


Tyr 


Thr 


Gin 


Val Leu Glu Gly Lys 


Glu 






165 










170 


175 




Arg Lys Asn 


Lys 


Thr 


Tyr 


Tyr 


Lys 


Phe 


Glu 


Lys Leu Ala He Asp 


Pro 




180 










185 




190 




Asn Thr Cys 


Glu 


Val 


Asn 


Thr 


Lys 


Tyr 


Lys 


Ala Val Arg Thr Ser 


He 


195 










200 






205 




Tyr Thr Lys His 


Leu Glu Arg Trp Leu 


Lys 


Tyr Phe Pro He Glu 


Gin 


210 








215 








220 




Phe His Val 


Val 


Asp Gly Asp Arg Leu 


He 


Thr Glu Pro Leu Pro 


Glu 


225 






230 










235 


240 


Leu Gin Leu 


Val 


Glu 


Lys 


Phe 


Leu 


Asn 


Leu 


Pro Pro Arg He Ser 


Gin 






245 










250 


255 




Tyr Asn Leu 


Tyr 


Phe 


Asn 


Ala 


Thr 


Arg 


Gly Phe Tyr Cys Leu Arg 


Phe 




260 










265 




270 




Asn He He 


Phe 


Asn 


Lys 


Cys 


Leu 


Ala 


Gly Ser Lys Gly Arg He 


His 


275 










280 






285 




Pro Glu Val 


Asp 


Pro 


Ser 


Val 


He 


Thr 


Lys 


Leu Arg Lys Phe Phe 


His 


290 








295 








300 




Pro Phe Asn 


Gin 


Lys 


Phe 


Tyr 


Gin 


He 


Thr Gly Arg Thr Leu Asn 


Trp 


305 






310 










315 


320 



Pro 



<210> 3 

<211> 5044 

<212> DNA 

<213> Homo sapiens 

<400> 3 

attagcttcc aatcatttac 
ttatttagtt gatgattctt 
cttttatttg gaattgaatt 
agattatgtc tgaaggtaac 
ctttctggga gggagacaga 
tttttcagtc tgggacccat 
attttctcaa attttcacat 
aggatgtgat ctcccagggt 
cctttctaca agtggggaaa 
gccactctca gccagggtac 



cttttactta gtaattgatc 
ttcatttttt taactctgtc 
gtttggtggg ctttctaaaa 
aggcttattt aggcccactc 
ggttacttct accatccctt 
actcagaatc catgctttca 
tctatcttga gttagggagt 
agaagataga aagaggaagg 
ttccatttga cctcaaacaa 
tatgaaagaa ttaaatccta 



taatgatcac taatgcatta 60 
tctagtctct aaggggatag 120 
gcctctcact tcagactttg 180 
tccagtaact gaagaccctg 240 
ccaatcctaa acctgtatga 3 00 
gaagtgggaa agaatatgat 3 60 
ccaaaaagcg actattctgc 420 
aagtaaagaa ggaaaatgac 480 
agcagagact gtctatatca 540 
caaaaaagaa tttgagtgac 600 



2 



tgtttcctca attcttccaa ggatggtact 
ccatcaatgg atgccttatg gaattagagc 
gaaagatgaa cttgtattat tccaatcagt 
tctattgata attttacatc ctccatttaa 
ttataaaaac aaaattcatg tttctctaaa 
aagctgtcta ggccaggcac agtagctcac 
ggcaggcgaa tcacgagatc aggagttcaa 
tctctactaa aaatacaaaa attagctggg 
ctcgggaggc tgaggcagga gaatctcttg 
agatcgtgcc actgcactgc agcctaggca 
gaaaaaaaag ttgtctatat tttcacactt 
cataaaaaag aaacatcgtg aaaagtagta 
tagatagctg tttaaacaga acaaagacca 
ctgagtgtat tagtccgttt tcacagtgct 
taaagaaaaa aggtttaatt gacacacagt 
tacaatcatg gcagaaggca aagaagaagc 
gagggagctt gcagggggcg gtgccacaca 
actatcatga aaacaagggg taaatacacc 
ctcctccgac atgtggggat tacaattcgg 
accatatcac tgggcatgac cttgaggttg 
atacagtctc ttgggaaaag caagcaacag 
tccaaattat tagaataact ggaagctttc 
gactgatatt atttaatttt accaagaagg 
aattataatg aacttcagtt caattcagac 
catatatgtt agccatgaca aattaaacag 
accacatctt tctccctgag aaaagcagag 
agtggaaatc ctcctgtctg gctatatcca 
ctgattttaa tgggcttggc aatgagggct 
gatgcctggt cccaggtgtg gtaggtgata 
attctatatt cagcaaagtg gatatataat 
aggcagaaga aatatagtat tcttctggct 
aatgaaaatc tcagcaagtt ccaagattgg 
ggggcagaaa ctgggacctc ctttcagatt 
gtgctgccga gctgcaagaa aataatacca 
tacccttcca cctcccagct gaagattata 
tttaactggt gagctgttaa aaagctatta 
ctgcaaacag aagtgcacgc cgtagtcaat 
agcactaata aaaaaattca tcaattatgt 
taaaatttcc caaacatatg ttcattatgg 
tttatgcatt taaagtcttg gtctgactgg 
tgagcttaaa gtgtctctgt cttgcttgca 
gactgggtgg agcccgcact caggctgaat 
gcctgctgca cgagttccgg aagggcaacg 
tggtccagca gctccccaag gccattatca 
tgcttgaaat gctgaaccta catccggcag 
ttgataatga tgagaattat ggtaagggca 
cctaccctca gcaaatcaca attgaaaaga 
cagaaaggat ttacaaaatg aactcatcca 
ccacaagagc tatttctgat tatactcagg 
cttattacaa gtttgagaag ctggccatag 
acaaagcagt aagaaccagc atctacacca 
caattgagca atttcatgtc gtcgatggag 
ttcagctcgt ggagaagttc ctaaatctgc 
tcaatgctac cagagggttt tactgcttgc 
cgggcagcaa ggggcgcatt catccagagg 
aattctttca tccttttaat caaaaatttt 
cctaaaataa tatgtcatac aacactatgt 



agcatcattc taggtgctta ggacagaaat 660 
ttaattctca accagaaccc aagaagaact 720 
gtcacaatta aaagcatctt tgcctatgta 780 
agccctagta cattaatctc attaacaaat 840 
ctattaaccg ggttaaatcc tgttttttaa 900 
gcctgtaatc ccagcacttt gggaggctga 960 
gaccagccag gccaacatgg tgaaaccttg 1020 
tatggtggcg caggcctgta atcccagcta 1080 
aacccaggag acagagattg cagtgagcca 1140 
acagaccaag actccgtctc aaaaaaaaaa 1200 
tccacaatga gcatgagttg ttttaaaaat 1260 
tacattgata tttttcctta agcattatga 1320 
agaccatgct cctcaattct gcagaacagg 1380 
ataaagacat acctgagact gagtaattta 1440 
tctgcatggc tggggaagcc tcagaaaact 1500 
aaggcacgtc ttacttggtg gcaggagaga 1560 
gttttaaacc atcaaatctc atgagaactc 1620 
cccataatcc agtcacctcc caccaagccc 1680 
gatgagattt gggtgggggc acagagccaa 1740 
tttctcatct cagaaaacaa gaaagatgca 1800 
cctcattgcc acagaggggg agacacagat 1860 
aagtgtaaga attggtttaa cagccttttt 1920 
ctaaaatgcc ctcacagatc aacttagggg 1980 
tatacctaaa aggaaactca atttgctaac 2040 
tcaccatcgt ctactatcat tgtgactgtt 2100 
atggttgttc actattcagg ataatactga 2160 
ttgcactcct tccttaatga gattgagttc 2220 
tgaggtttct ggccctgtca aggtcttgtt 2280 
tacagcactt gctgatggca attgggtttg 2340 
cctgacctct ttagatagaa agagaaagag 2400 
atcctcaagg cccagggcag agagtctcag 2460 
aattttgcag gttgatgatg caaacagccc 2520 
atatctcaaa gattttcaag agccatctga 2580 
cacaaaatgt gaaacacatg gcctccctgc 2 640 
atctcctgcc tttcactttt tcttaatgat 2700 
gtatggctgg tgccacttgt ctatcctgta 2760 
taagtgcttg gagaataaaa aattttaagg 2820 
gtgctccatt taatacatgg ttgcttaaaa 2880 
attgcagcag gctgggaacc agtggcttta 2940 
ggaaccagaa aaatgaaaag ttagttgcaa 3000 
ggctacaacc catttgcccc attgaaggtc 3060 
tcccacttcg cgccctgcag tttaagcgtg 3120 
cttccaagga gcaggttcgc ctccatgacc 3180 
ttggggtgag gaaaggaggc acaagggccc 3240 
tagtcaaagc ctctcaagaa atccactttt 3300 
ttgagtggta taggaaaaag atgccttttt 3360 
gcccagcata ttttatcaca gaggaggttc 3420 
tcaagttgtt gatcattgtc agggagccaa 3480 
tgctagaggg gaaggagagg aagaacaaaa 3540 
accctaatac atgcgaagtg aacacaaaat 3600 
aacatctgga aaggtggttg aaatactttc 3660 
atcgcctcat cacggaacct ctgccagaac 3720 
ctccaaggat aagtcaatac aatttatact 3780 
ggtttaatat tatctttaat aagtgcctgg 3840 
tggacccctc tgtcattact aaattgcgca 3900 
accagatcac tgggaggaca ttgaactggc 3960 
gttgtgcctg gagacacaca atgtctcctg 4020 
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tagattaaaa tatgcacttt tcctaggcag agctatccaa gtcatttttc catgtatatt 4080 
tgtacatacg cagtgtgtga ccaaatataa gatcagttct ttttctactg aaaatttacg 4140 
aaaaaaaaaa aattgctgtc tgcatagtcg catcttttaa gctatttaca aaagagaaga 4200 
ggtggtggta ttgggggaaa gtgacttcag ctattctcaa agagttagtc ttcctttgat 4260 
tcagaatttg tcacccgcca ttttcataga tttaagccaa aagataaatg tgtgaaaatg 4320 
taccaatggc tgcgaagctt caggaagtag aggatccagt gatgcatttt ttttttccta 4380 
agggaaagct ggctctttaa ttcagatgct gaattggtgc catgaaaaca gaaaatgcta 4440 
ttttcttatt atttaaaaga acgtcttatc tcataaaatt gacattgttc caaagttctt 4500 
gtggtgattt tgcactattg ttttctcgta tggaccatgg tgtcacttgt agcatgtcaa 4560 
tcacacattg gaaagtcaag tccttttact tccatgttgt atgtcaacag agagaaatgt 4620 
catgtacata atgtatattg ttgtaaatac tggtttcaca ctaagtaatt ctattttgta 4680 
aactgaatat ggctatttaa tttattgtga aaattaaatt tattgtggta tttaaaaatg 4740 
gaatggatta aaattactct atgtgcaatt tttttttttt ttactcattt tgttttacgt 4800 
gccccctgct ggcttccaaa atggaagctg tttacgtgca tatgagagca cttggaaaga 4860 
tgtgcttccc tgctggattt ctgtacccca gtgaaaatgt atttatgaag tgaggttgag 4920 
tatattaaaa aagaaaaacc tcaaccatct ggaaatcaag tataatagcc acctcaaaga 4980 
accctagtgc tgctctgcta caactttgta acaattaatt tactcgcagt tgctgctgct 5040 
cagg 5044 



<210> 4 

<211> 255 

<212> PRT 

<213> Homo sapiens 



<400> 4 



Gin Gin 


Leu 


Pro 


Gin 


Thr 


He 


He 


He 


Gly 


Val 


Arg 


Lys 


Gly 


Gly 


Thr 


1 








5 










10 










15 




Arg 


Ala 


Leu 


Leu 


Glu 


Met 


Leu 


Ser 


Leu 


His 


Pro 


Asp 


Val 


Ala 


Ala 


Ala 








20 










25 










30 






Glu 


Asn 


Glu 


Val 


His 


Phe 


Phe 


Asp 


Trp 


Glu 


Glu 


His 


Tyr 


Ser 


His 


Gly 






35 










40 










45 








Leu 


Gly 


Trp 


Tyr 


Leu 


Ser 


Gin 


Met 


Pro 


Phe 


Ser 


Trp 


Pro 


His 


Gin 


Leu 




50 










55 










60 










Thr 


Val 


Glu 


Lys 


Thr 


Pro 


Ala 


Tyr 


Phe 


Thr 


Ser 


Pro 


Lys 


Val 


Pro 


Glu 


65 










70 










75 










80 


Arg 


Val 


Tyr 


Ser 


Met 


Asn 


Pro 


Ser 


He 


Arg 


Leu 


Leu 


Leu 


He 


Leu 


Arg 










85 










90 










95 




Asp 


Pro 


Ser 


Glu 


Arg 


Val 


Leu 


Ser 


Asp 


Tyr 


Thr 


Gin 


Val 


Phe 


Tyr 


Asn 








100 










105 










110 






His 


Met 


Gin 


Lys 


His 


Lys 


Pro 


Tyr 


Pro 


Ser 


He 


Glu 


Glu 


Phe 


Leu 


Val 






115 










120 










125 








Arg 


Asp 


Gly 


Arg 


Leu 


Asn 


Val 


Asp 


Tyr 


Lys 


Ala 


Leu 


Asn 


Arg 


Ser 


Leu 




130 










135 










140 










Tyr 


His 


Val 


His 


Met 


Gin 


Asn 


Trp 


Leu 


Arg 


Phe 


Phe 


Pro 


Leu 


Arg 


His 


145 










150 










155 










160 


He 


His 


He 


Val 


Asp 


Gly 


Asp 


Arg 


Leu 


He 


Arg 


Asp 


Pro 


Phe 


Pro 


Glu 










165 










170 










175 




He 


Gin 


Lys 


Val 


Glu 


Arg 


Phe 


Leu 


Lys 


Leu 


Ser 


Pro 


Gin 


He 


Asn 


Ala 








180 










185 










190 






Ser 


Asn 


Phe 


Tyr 


Phe 


Asn 


Lys 


Thr 


Lys 


Gly 


Phe 


Tyr 


Cys 


Leu 


Arg 


Asp 






195 










200 










205 








Ser 


Gly 


Arg 


Asp 


Arg 


Cys 


Leu 


His 


Glu 


Ser 


Lys 


Gly 


Arg 


Ala 


His 


Pro 




210 










215 










220 










Gin 


Val 


Asp 


Pro 


Lys 


Leu 


Leu 


Asn 


Lys 


Leu 


His 


Glu 


Tyr 


Phe 


His 


Glu 


225 










230 










235 










240 



Pro Asn Lys Lys Phe Phe Glu Leu Val Gly Arg Thr Phe Asp Trp 
245 250 255 
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